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species of lactic acid bacteria (LAB), and four genes associated
with beer spoilage in LAB. Concurrently, the assay detects the
presence of the wild yeast Brettanomyces bruxellensis and
brewer’s yeast. Samples taken at any point during the brewing
process are loaded into sample tubes and placed in the sample

analysis to determine LOD on Encompass Optimum™ workstation

Control DNA testing

Purified DNA, 100 pg, from individual strains of various LABS
were subjected to analysis on the Encompass Optimum™
workstation.

* Studies to define LODs for S. cerevisiae and B. bruxellensis are ongoing.

inoculated into media broth. Beer samples were analyzed directly.
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Figure 6: Testing of cross-reactivity with Beer

be completed in 1 (without enrichment) or 2 days (with enrichment), either way that is 3-5

Target found in all currently sequenced Pediococcus species experiment, a non-spoilage L. brevis, was analyzed. No beer spoilage genes are present in this

strain. RS: reference spot. MM1 and MM2: Control spots for the two PCR master mixes used in
the Beer SpoilerAlert™ assay.

Figure 5: Analysis of purified DNA of individual strains of
different LABs. All predicted genomic targets were
detected. Discrepancies between predicted and
detected targets correspond to plasmid markers that

further modifications. The results described demonstrate validation PED
of the assay using beer samples spiked with known microbes and PC
actual beer samples suspected or known to contain spoilage HABS

SpoilerAlert™ assay. The filters demonstrate that no days faster than traditional microbiological methods.
SpoilerAlert™ targets were detected (upper filters),
despite the presence of the B. cereus and E. faecium

specific DNA confirmed by organism specific

Target found specifically in P. claussenii & P. acidilactici

Plasmid biomarker present in strains of various LABS

. - . . HA Hops resistant gene, horA, found on plasmids in various LABs * i i i i : i : : ; e L
h d HC Hops resistant gene, horC, found on plasmids in various LABs
methoas. BA Hops resistant gene, bsrA, found in P. claussenii

BB Hops resistant gene, bsrB, found in P. claussenii




